: Oligonucleotides used in this study. Restriction sites are given in bold. Underlines indicate adaptor sequences for In-Fusion reaction. Figure S1 : Purification of recombinant CmGOX. N-terminally His-tagged CmGOX (*) was purified via Ni-NTA-affinity chromatography. The desalted elution fraction (E4) was used for in vitro enzyme assays of putative GOX/LOX activity. M, Protein Molecular weight marker; U, uninduced crude cell extract; P, Cell-debris obtained after cell disruption and centrifugation; L, Lysat; F, Flow-through of lysat; W1 and W2, Washing flow-through; E1-E3, Elution fractions, which were combined and desalted using PD-10 columns giving E4. 8 Figure S4 : Metabolite levels of WT and Δgox mutants #43 and #46 during the CO 2 shift experiment. Glycine (A), serine (B), glycerate (C), glucose (D), and fructose (E) levels of WT and Δgox mutants #43 and #46 were determined by GC-MS and HPLC, respectively, before (0 h), 3 h and 24 h after the shift from HC (5% CO 2 ) to LC (0.04% CO 2 ) conditions, and after a 24 h recovery phase under HC conditions. Shown are mean values and standard errors of four biological replicates. Significant differences between lines were determined with the two-tailed Student´s t-test and are indicated as: P < 0.05 (*), P < 0.01 (**), P < 0.001 (***).
Oligonucleotide Sequence (5´ -
Significant differences to initial levels (LC, 0 h) are indicated as: a (P < 0.05), b (P < 0.01) and c (P < 0.001). 
